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Eab . F2 AGAGG. .AAGTA. . AAA . GTCGTAACAAGGT . TTCCGT . AGGT 

Bab . F3 ]'tt' AGAGG. .AAGTA. . AAA . GTCGTAACAAGGT . TTCCGT . AGGT 

Eab-P5 GG. .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

Eab-S5 . . . . . . . T. GG. .A. .TA. .AA. .GTCGTAACAAGGT. TTCCGT. AGGT 

Eab-S6 GGG.A. . TA ...AAA . GTCGTAACAAGGT . TTCCGT .AGGT 

Eab-Fl ....... TI... AGAGGGGAA . TA . . AAAAGTCGTAACAAGGT . TTCCGT . AGGT 

Eab-F6 TTTAGAGGG . AAGTA . . AAAAGTCGTAACAAGGT . TTCCGT . AGGT 

Eab-F7 ' !tTCCCTt'. .T. .TTTAGAGG. .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

Eab . sl '] " A GTCGTAACAAGGT . TTCCGT . AGGT 

Eab-S2 GTCGTAACAAGGT . TTCCGT . AGGT 

Eab-S4 GTCGTAACAAGGT. TTCCGT. AGGT 



521 

Bab . S3 A. .AA. .GTCGTAACAAGGT. TTCCGT .AGGT 

RH2815 • 

AGK ... -C. . TTGGTCATTTAGAGG . .AAGTA . .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGN '. . '. .C. .TTGGTCATTTAGAGG. .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGP ... .C. . TTGGTCATTTAGAGG . .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGBO GCT.C. .TTGGTCATTTAGAGG. .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGBB GCT.C. . TTGCTCATTTAGAGG . .AAGTA . . AAA. GTCGTAAGAAGGT. TTCCGT. AGGT 

AGJ ... .C. .TTGGTCATTTAGAGG. .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGG . .T.C. .TTGGTCATTTAGAGG. .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGC ... .C. . TTGGTCATTTAGAGG . .AAGTA . . AAA . GTCGTAACAAGGT . TTCCGT . AGGT 

AGA . . . '.C . TTGGTCATTTAGAGG . .AAGTA . .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

CAG2 ....C. TTGGTCATTTAGAGG . .AAGTA . .AAA. GTCGTAACAAGGT . TTCCGT .AGGT 

AGD '. .T.C. .TTGGTCATTTAGAGG. .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGE ... .C. .TTGGTCATTTAGAGG. .AAGTATTA. . .GTCGTAACAAGGT. TTCCGT. AGGT 

AGI . .T.C. .TTGGTCATTTAGAGG. .AAGTA . .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGL . .T.C. . TTGGTCATTTAGAGG . .AAGTA. .AAA. GTCGTAACAAGGT. TTCCGT. AGGT 

AGR • • ' 

AGS ••••• 

Eab-Al • A. .AA. . GTCG . AACAAGGT .TTCCGT . AGGT 

Eab-A2 • A. .AA. . GTCG .AACAAGGT . TTCCGT . AGGT 

Eab-S7 A. .A. . . GTCGTAACAAGGT . TTCCGT . AGGT 

68AG8 • • • ' • 

K31AG5 ••••• 

16001AG3 

TPV12MAG9 • ' 

HG1HAMG • "•' 

TE25AGBI • •• ; ' ■ 

1556AG7 • • • • 

IK1PF10 • ' * 

HGIIRH165 • 

AG22IV • ; 

AG22IIIB '• ' ' • 1 

1AAG1 * 

Tharzianum T A.G.A. .A. . . GTCGTAACAAGGTCT . CCGTT . GGT 
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Eab-F2 GAA . CCT . GCGGAAGG .ATCATTA . .TT.GAA.TG AAT.A. . .T. . . J 

Eab-F3 GAA . CCT . GCGGAAGG . ATCATTA . .TT.GAA.TG AAT.A. . .T. . . .AGAG. 

Eab-F5 GAA . CCT . GCGGAAGG . ATCATTA . .TT.GAA.TG AAT.A. . ,T. . . J 

Eab-S5 GAA . CCT . GCGGAAGG . ATCATTA . .TT.GAA.TG AAT.A. . .T. . . .AGAG. 

Eab-S6 GAA. CCT. GCGGAAGG. ATCATTA.. TT.GAA.TG AAT.A. . .T. .AGAG. 

Eab-Fl GAA . CCT . GCGGAAGG . ATCATTA . .TT.GAA.TG AAT.A. . .T. .AGAG. 

Eab-F6 GAA . CCT . GCGGAAGG . ATCATTA . .TT.GAA.TG AAT.A. . .T. . . .AGAG. 

Eab-F7 GAA. CCT. GCGGAAGG. ATCATTA, .TT.GAA.TG AAT.A. . .T. . ♦ J 

Eab-Sl GAA. CCT. GCGGAAGG. ATCATTA. -TT.GAA.TG AAT.A. . .T. . . J 

Eab-S2 GAA. CCT. GCGGAAGG. ATCATTA. .T.CGAA.TG AA.CAA. .T G.G.GG. . .AT. . . .CG. .GT.TG 

Eab-S4 GftA. CCT. GCGGAAGG. ATCATTA. .T.CGAA.TG AA.CAA. .T G.G.GG. . .AT. . . .CG. .GT.TG 

"q 521 ...«.....,., ,A, . .G A , . .G . . . .T. . . .CG. .GT.TG 

Eab-S3 GAA . CCT . GCGGAAGG . ATCATTA . .TT.GAA.TG AA.C. . . .TT. . .AGAG. ..... ,T CG. .GT.TG 

\\ RH2815 . , . A G AG . . .T.TT. .G. .GT.TG 

|. AGK GAA. CCT. GCGGAAGG. ATCATTA. .TT.GAA. . .CC. . .A. .C. . . .TT. . . .G.GAG T. . . .CG. .GT.TG 

Jj- AGN GAA. CCT, GCGGAAGG .ATCATTA. .TT.GAA.TG. . . . .AA. .A.C.T AGAG T.T. . .G. .GT.TG 

ITj AGP GAA . CCT . GCGGAAGG . ATCATTA . .TT.GAA.TG AA.CA.C.TT. . . .G.GAG. . . . .T. . . ,CG. .GT.TG 

O AGBO GAA. CCT. GCGGAAGG .ATCATTA. .TT.GAA.TG AA.C. . . .TT. . .AGAG. ..... .T. . . .CG. .GT.TG 

HI AGBB GAA . CCT . GCGGAAGG . ATCATTA . .TT.GAA.TG AA.C. . . .TT. . .AGAG T, . . .CG. .GT.TG 

a AGJ GAA. CCT. GCGGAAGG .ATCATTA. .TT.GAA.TG AA. .A.C.T AGAG T.T., .G. .GT.TG 

O AGG GAA. CCT. GCGGAAGG. ATCATTA. .TT.GAA.TG AAT. . . ,GT. . . .AGAG T.T. . .G. .GT.TG 

^ AGC GAA. CCT. GCGGAAGG .ATCATTA. .TT.GAA.TG AA. .A.C.T. '.. .AGAG . .T.T. . .G. .GT.TG 

AGA GAA . CCT . GCGGAAGG .ATCATTA . .TT.GAA.TG AA. .A.C.T AGAG .T.T. . .G. .GT.TG 

CAG2 GAA. CCT. GCGGAAGG. ATCATTA. .TT.GAA.TG AA. .A.C.T AGAG . . .T.T. . .G. .GT.TG 

AGD GAA. CCT. GCGGAAGG. ATCATTA. .TT.GAA.TG AA. .A.C.T. . . .AGAG T.T. . .G. .GT.TG 

AGE .AAACCT. GCGGAAGG, ATCATTA, .TT.GAA.TG AA. .A.C.T AGAG T.T. . ,G. .GT.TG 

AGI GAA. CCT. GCGGAAGG. ATCATTA. .TT.GAA.TG AA. .A.C.T G.GAG. . . . .T.TT. .G. .GT.TG 

AGL GAA. CCT. GCGGAAGG. ATCATTA. .TT.GAA.TG AA.CA. . .T G.GAG. . . . .T.TT. .G. .GT.TG 

AGR ... .C. . .GCGGA.GG. .TC.TT AA.TG AAT. . . .G A. A. AGG GA. GT.TG 

AGS . . . ,C. , .GCGGA.GG. .TC.TT AA.TG AAT, . . ,G A.A.AGG. . GA.GT.TG 

Eab-Al GAA. CCT. GCGGAAGG. ATCATTA. . TT.GAA. T. . .T. .AAT. . . .GT. . . .AGAG. . T.TT. .G. .GT.TG 

Eab-A2 GAA.CCT.GCGGAAGG.ATCATTA. .IT. GAA. T. . .T. .AAT. . . .GT. ... .AGAG . . .T.TT. .G. .GT.TG 

Eab-S7 GAA. CCT. GCGGAAGG.ATCATTA. .TT.GAA.TG AA.C. , . ,TT. . . .G.GAG. . . . .T. ... .CG. .GT.TG 

S8AG8 AA T. .TT. .AA.TG AA G AG . .T.T. . .G. .GT.TG 

K31AG5 .AA. . . .T. .TT AA.TG A G G.G.G ATATTT.G. .GT.TG 

16001AG3 , . . .AA. . . .T. .TT. . .T. . .AA.TG AA. . . . .G AG .TTT.G. .GT.TG 

TPV12MAG9 AA. . . .T. .TT. . .T. . .AA.TG A G .GAG. .TTT.G. .GT.TG 

HG1HAM6 .AA. .. .T. .TT. .. . . . .AA.TG. .T. .A. . . . . .G AG. TT. .G. .GT.TG 

TE25AGBI AA. . . .T. .TT. . .TT. .AA.TG. . . . .AA G AG .TTT.G, .GT.TG 

1556AG7 .AA. TTA AA.TG. .T . . . .G GAG TT. .G. .GT.TG 

HG1PF10 GAA. , .T ,T. . .AA.TG. .T. .A G AG TTT.G. .GT.TG 

HGIIRH165 GAA, , .T T. . .AA.TG. .T. .A G AG TTT.G. .GT.TG 

AG22IV .AA. , .T TTA AA. . .C. . . .AA. .A. .G G.G TATTTCG. .GT.TG 

AG22IIIB .AA. . .T TT. .AAA. .C. . . .AA. .A. .G G.G TATTTCG. .GT.TG 

TTA. .TT. .AA.TG A G GAG T.T. . .GA.GT.TG 

Tharzianum GAA.CC.AGCGGA.GGGATCATTACC. . .GA. . .G. .TTTA. .CAAC.T.CCCA.A.A. .CCC. . . . . .AA.TGTG 
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Eab-F2 TC...GCTGGC..T...CC....TC...C GG.GAG. . . .C. .A. .TGTGCAC 

Eab-F3 TC... GCTGGC. T...CC....TC...C , GG.GAG. . . .C. .A. .TGTGCAC 

Eab-P5 TC. . .GCTGGC. .T. . .CC. . . .TC. . .C. GG.GAG. . . .C. .A. .TGTGCAC 

Eab-S5 TC. . .GCTGGC. .T. . .CC. . . .TC. . .C GG.GAG. . . .C. .A. .TGTGCAC 

Eab-S6 TC. . .GCTGGC. .T. . .CC. . . .TC . .C GG.GAG. . . .C. .A. .TGTGCAC 

Eab-Fl TC. . .GCTGGC. .T. . .CC. . . .TC. . .C GG.GAG. . . .C. .A. .TGTGCAC 

Eab-F6 TC... GCTGGC.. T...CC....TC...C GG.GAG. , . .C. .A. .TGTGCAC 

Eab-F7 TC... GCTGGC.. T. ..CC. . ..TC. . .C GG.GAG. .. .C. .A. .TGTGCAC 

Eab-Sl TC... GCTGGC.. T. ..CC. ...TC. .GC GG.GAG. .. .C. .A. .TGTGCAC 

Eab-S2 TC. . .GCTGGC. .TT. .C T.T..CA TT G. . .AGG. . ,C. .A. .TGTGCAC 

Eab-S4 TC... GCTGGC.. TT..C T.T..CA TT G. . .AGG. . .C. .A. .TGTGCAC 

521 TC... GCTGGC.. T G...TCTT T GGC.AG. .. .C. .A. .TGTGCAC 

O Eab-S3 TC. . .GCTGGC. .T G...TCTT T GGC.AG. .. .C. .A. .TGTGCAC 

& RH2S15 T.A..C3CTGG...T...CC.....CT...AA.. TTAA.C.TT GGGGGC. .A. .TGTGCAC 

^ AGK TC... GCTGGC.. T G. ..TCTT. .A.. .T... . ..TT GGC.AG. .. .C. .A. .TGTGCAC 

«P AGN TC... GCTGGC.. T G. . .TCTT. T .. .GGC.AG. .. .C. .A. .TGTGCAC 

^ AGP TC... GCTGGC .T.....G... TCTT T GGC.AG. .. .C. .A. .TGTGCAC 

Hi A GBO TC... GCTGGC.. T G. . .TCTT T GGC.AG. .. .C. .A. .TGTGCAC 

5 AGBB TC... GCTGGC.. T G. . .TCTT T., GGC.AG. .. .C. .A. .TGTGCAC 

' AGJ TC... GCTGGC CC CTT.CA.C.T GGGG.C. .A. .TGTGCAC 

L AQG TC. . .GCTGGC CC. . . .T.TT.CA.C.T .GGGG. . .TA. .TGTGCAC 

H AGC TC... GCTGGC CC CTT.CA.C.T GGGG.C. .A. .TGTGCAC 

U AGA TC. . .GCTGGC CC CTT.CA.C.T .GGGG.C. .A. .TGTGCAC 

Z CAG2 TC... GCTGGC CC CTT.CA.C.T GGGG.C. .A. .TGTGCAC 

S AGD TC... GCTGGC CC CTT.CA.C.T GGGG.C. .A. .TGTGCAC 

p. AGE TC... GCTGGC CC CTT.CA.C.T .GGGG. CC. A. .TGTGCAC 

AGI T...TGCTGGC CC CTT T.A....TT GGGG.C. .A. .TGTGCAC 

AGL T. . .TGCTGGC CC CTT T.A. . . .TT. . GGGG.C. .A. .TGTGCAC 

AGR ..A.TGCTGGC......C..AGGTCT..C....T GG. . .C. .A. .TGTGCTC 

AGS . .A. TGCTGGC C. .AGGTCT. .C. . . ,T. • GG. . .C. .A. .TGTGCTC 

Eab-Al T.A. .GCTGGC .T. . .C . . . . .CT. . .AA. .TTAAAC.TT GGGGGC. .A. .TGTGCAC 

Eab-A2 T.A. .GCTGGC. .T. . .C CT. . .AA. .TTAAAC.TT GGGGGC. .A. .TGTGCAC 

Eah-S7 TC... GCTGGC. T.....G... TCTT. .A... T TT... GGC.AG. .. .C .A. .TGTGCAC 

68AG8 T.A..GCTGG...T...CCA..T.T...AA..TT T GGG. .C. .AA. TGTGCAC 

K31AG5 T.A.. GCTGGC .T...C. A. .TC....AA..TT T GGG. .C. .A. .TGTGCAC 

16001AG3 T.A. .GCTGGCC C .A. .T.T. . .AA. .TT T AGG. . .C. .A. .TGTGCAC 

TPV12MAG9 T.A. . GCTGGCC. T A. .T.T. .CA. . .TT T .GGG. .C. A. .TGTGCAC 

HG1HAM6 T.A.. GCTGGCC CGA. .T.TT. .AA. .T.A. . . .TTT. GG. . .G. .. .C .A. .TGTGCAC 

TE25AGBI T.A. .GCTGG. . .T. . .CCA. .T.T. . .AA. .T TT GG. . .G. . . .C .AACGTGCAC 

1556AG7 T.A..GCTGGCC.TT....GA..T.T..CA...T TTT. .C.TA. ... ..GG. . .C. .A. .TGTGCAC 

HG1PF10 T.A. . GCTGG... T...CC CT. . .AA. .TTAA.C.TT GG. . .GGG. .C .A. .TGTGCAC 

HGIIRH165 T.A. .GCTGGC .T. . .CC. . . .T. . . . .AA. .TTAAAC.TT. . . . . . GGGGGC .A. .TGTGCAC 

AG22IV T.A. .GCTGGC .T. . .CCA. .T.T. . .A. .GTTT. GG. .AG. . . .C. .A. .TGTGCAC 

AG22IIIB T.A. . GCTGGC .T... CCA. .T.T... A. GTTT GG. .AG. . . .C .A. .TGTGCAC 



1AAG1 T. . .TGCTGGCC.TTT TCT. . .A.CCTTAA. . .TTTGGC. .A.GG. .AGGGGGC. .A. .TGTGCAC 

Tharzianum . .AA.. . . .CCAT. .ACCA AACT GTT.G.CCT.CGGC .GGG GT.CAC 

Fig. 1(C) 
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Eab-F2 G.C. . .T.TT. . . .C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC. .C. .TGTGCA.C.T. . . .TGTG 

Eab-F3 G.C, . .T.TT. . . .C.TCT. .TT. . . . .CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.C.T. . . .TGTG 

Eab-F5 G.C. . .T.TT. . . .C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.C.T. . . .TGTG 

Eab-S5 G.C. . .T.TT. . . .C.TCT. .TT CA. .TCC. . ,A. . . .CACA.CAC. .C. . .TGTGCA.C.T, . . .TGTG 

Eab-S6 G.C. . .T.TT. . . .C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC.G. . . .TGTGCA.C.T. . . .TGTG 

Eab-Fl G.C. . .T.TT. . . .C.TCT. .TT CA. .TCC. , .A. . . .CACA.CAC. .C. . .TGTGCA.C.T. . . .TGTG 

Eab-F6 .AC. . .T.TT. . . .C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.C.T. . . .TGTG 

Eab-F7 G.C. . .T.TT. . . .C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.C.T. . . .TGTG 

Eab-Sl G.C. . .T.TT. . . .C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.C.T. . . .TGTG 

Eab-S2 G.CC. .T.TT. . . .C.TCT.ATTT. . . .CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTG.AAC.T. . . .TGTG 

Eab-S4 G.CC. .T.TT. . . .C.TCT.ATTT. .. .CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTG.AAC.T. . . .TGTG 

521 G.CC. .T.T C.TCT. .ITT. . . .CA. .TCC. . .A. . . .CACA.C.C. .CC. .TGTGCA.C.T TGTG 

Eab-S3 G.CC. .T.T C.TCT.ATT CA. .TCC. . .A. . . .CACA.C.C, .CC. .TGTGCA.C.T, . . .TGTG 

RH2815 .ACC. .T.TT C.TCT. .TT. . . . ,CA, .TCCC. .AT.A. CACA.C.C TGTGCA.CCT GTG 

AGK G.CC. .T.T C.TCT. .TTT. . . .CA. .TCC. . .A. . . .CACA.CAC. .OCC. TGTGCA.C.T. . . .TGTG 

AGN G.CC. .T.T. . .. .C.TCT. .TTT. . . .CA. .TCC. . .A. . , .CACA.C.C. .CC. .TGTGCA.C.T. . . .TGTG 

AGP G.CC. .T.T C.TCT.ATT CA. .TCC. . .A. . . .CACA.C.C. .CC. .TGTGCA.C.T. . . .TGTG 

AGBO G.CC. .T.T C.TCT.ATT CA. .TCC. . .A. . . .CACA.C.C. .CC. .TGTGCA.CCT GTG 

AGBB G.CC. .T.T C.TCT.ATT CA. .TCC. . .A. .CACA.C.C. .CC. .TGTGCA.CCT GTG 

AGJ G.CC, .T.T C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC. ,C. . .TGTGCA.C.T. . . .TGTG 

AGG G.CC. .T.T C.TCT. .TT. . . . .CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.C.T. . . .TGTG 

AGC G.CC. ,T CCTCT.ATT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTG.AAC.T, . . .TGTG 

AGA G.CC. .T CCTCT.ATT. ... .CA. ,TCC. . .A. . . .CACA.CAC. .C. . .TGTG.AAC.T.CCC. , .G 

CAG2 . .CCC.T CCTCT.ATT. . . . .CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTG.AAC.T.CCC. . .G 

AGD G.CC. .T CCTCT.ATT. . . . .CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTG.AAC.T. , . .TGTG 

AGE G.CC. ,T CCTCT.ATT CA. .TCC. . .A CACA.CAC. .C. . .TGTG.AAC.T TGTG 

AGI .ACC. .T CCTCT.ATT. . . . .CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTG.AAC.T. . . .TGTG 

AGL .ACC. .T. * CCTCT.ATT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTG.AAC.T TGTG 

AGR G.C. . .T.T CC. . .GA CAA.TC TTATC.CAT.ACA.CC. .TGTGCA.C. .AC. .TGTG 

AGS G.C. . ,T.T. . . . .CC. . .GA CAA.TC TTATC.CAT.ACA.CC. .TGTGCA.C. .AC. .TGTG 

Eab-Al .ACC. .T.TT C.TCT. .TT CA. .TCCC. .AT.A. CACA.C.C TGTGCA.CCT CTG 

Eab-A2 .ACC. .T.TT, . . .C.TCT. .TT CA. .TCCC. .AT.A. CACA.C.C. TGTGCA.CCT GTG 

Eab-S7 G.CC. .T.T C.TCT. .TTT. . . .CA. .TCC, . .A. . . .CACA.CAC. .CCC.TGTGCA.C.T. . . .TGTG 

66AG8 .ACC. .T CCTCT. .TT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.CC. . . . .TGTG 

K31AG5 ,ACC. .TAT C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.C.T. . . .TGTG 

16001AG3 .ACC. .T.TT, . . .C.TCT. .TT CA. .TCCC. .AT.A. CACA.C.C TGTG.AAC.T. . . .TGTG 

TPV12MAG9 .ACC. .T.TT. . . .C.TCT. .TT. ... . .CA. .TCCCC.A. . . .CACA.CAC. .C. . .TGTG.AACC TGTG 

HG1HAM6 .ACC. .T.T C.TCT. .TT CA. .TCC. . .A. . . .CACA.CAC. .C. . .TGTGCA.CC. . . . .TGTG 

TE25AGBI .ACC. .T.TT. . . .C.TCT. .TT CA. .TCC. . .AT.A.CACA.CAC. .C. . .TGTG.AACC TGTG 

1556AG7 .ACC. .T.T C.TCT. .TT. . . . .CA. .TCC. , .A. . . .CACA.CAC. .C. . .TGTGCA.CC TGTG 

HG1PF10 .ACC. .T.TT. . . .C.TCT. .TT CA. .TCCC. .AT .A. CACA.C.C TGTGCA.CC. . . . .TGTG 

EGIIRH165 .ACC. .T.TT. . . .C.TCT. .TT CA. .TCCC. .ATA. .CACA.C.C TGTGCA.CC TGTG 

AG22IV .ACC. .T.TTTG. .C.TCT. .TTTTTTT.AA.TCC. , .A. . . .CACA.C.C. .CC. .TGTG.AACC. . . . .TGTG 

AG22IIIB .ACC. .T.TTTG. .C.TCT. .TTTTTT. .AA.TCC. . .A. . . .CACA.CAC. ,C. . .TGTG.AACC TGTG 

1AAG1 .ACC. .T.T. . . . .C.TCT. .TT CA. .TCC. . .AT. . .CACA.C.C. .CCC.TGTGCA.C.T. . . .TGTG 

Tharziaxuua G.CCCC GGG, .T. .G .C. .GTC. . ,G CA GCCCC.G.G.AACC.A. . . .G.G 
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.CT..TTA....AACT. 
.CT..TTA.....AACT, 



.C.A.TTAA. 
.C.A.TTA.. 
•CTAAT.A. . 
.CT..TTAA. 
.C.A.TTAA. 
.C.A.TTAA. 
.C.A.TTAA. 
.C.A.TTAA. 
.C.A.TTA.G 
.C.A.TTA.G 
,CT. .TTAA. 
.CT. .TTAA. 
.CT. .TTAA. 
.CT. .TTAA. 
.CT. .TTAA. 
.CTA.T.AA. 
.CTA.T.AA. 
.CTAA..AA. 
. . .AA. .AA. 



.A.CT 
,CA.CT 
,...CT 
,.A.CT 
..A.CT 
,.A.CT 
,.A.CT 
..A.CT 
..AACT 
..AACT 
..A.CT 
..A.CT 
..A.CT 
..A.CT 
,.A.CT 
..A.CT 
. .A.CT 
..A.C. 
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AAC. .ACAT. CTAAT.A CT 

AAC .ACAT. CTAAT.A. CT 

AACG. .CAT.CT. .TTAA. . .A.CT 
AAC. .ACAT. CTAAT.A. . . . . .CT 

AACG. .CAT. CTAAT.A CT 

AACG. .CAT. CTAAT.A CT 

AAC .ACAT. CTAAT.A CT 

AACG. .CAT. CTAAT.A CT 

AAC. .ACAT. CTAAT.A CT 

AACG. .CAT. CTAAT.A. . . . . .CT 

AAC. .ACAT. CTAAT.A. . . . . .CT 

AAC. .ACAT. CTAAT.A. CT 

AACG.. CAT. CTAAT.A CT 

AACG. .CAT. CTAAT.A. . . . . .CT 

AACG.. CAT. CTAAT.A CT 

AA...A.ATG..AAT CAA.. 
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end of ITS1 MG.mCMCAACGGATCTCTTGGCTCTCGC 

end of ITS1 AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

end of ITS1 AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

end of ITS1 AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

end of ITS1 AAG . TTTCAACAACGC&TCICTTGGCTCTCGC 

end of ITS1 AAG . TITCMCAACGGATCTCTTGOTCTCGC 

end of ITS1 AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

end of ITS1 AAG . mCMCAACGGATCTCTTGGCTCTCGC 

end of ITS1 AAG . mCMCAACGGATCTCTTGGCTCTCGC 

end of ITS1 AAG . TTTCMCAACG^TCTCTTGGCTCTCGC 

end of ITS1 AAG . TTTCMCMCGGATCTCTrcGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACC^TCTCTTG<3CTCTCGC 

[end of ITS1] AAG . TTTCIAACMCGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG.mCAACMCGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG.mCAACAACGGATCTCTTC^CTCTCGC 

[end of ITS1] AAG . TTTCAACAACC^TCTCTTGGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACXKaATCTCTK3CCTCTCGC 

[end of ITS1] AAG . TTTCAACAACGC&TCTCTrGGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACGCftTCTCTTC<CTCTC^ 

[end of ITS1] AAG . TTTCIAACAACiGGATCTCTTGGCTCrCGC 

[end of ITS1] AAG . TTTCAACAACXKlATCTCnGGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG . TTTCMCAACC^TCTCITGGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG. TTTCMCMCC^TCTCTTGXKTCTCGC 

[end of ITS1] AAG . TTTCMCAAl^TCTCTl'C^CTrGC 

[end of ITS1] MG.TTKAACAACC^TCTCTTGXOTCTCGC 

[end of ITS1] AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG . mCMCAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG . nGCAAC^CC^TCTCTTGGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG.TTTCMCMCGGATCTCTTCCCTCTCGC 

[end of ITS1] AAG . TTTCAACIAACC^TCTCTKsOTCTOGC 

[end of ITS1] AAG . TTTCAACAACC^TCTCTTGGCICTCGC 
[end of ITS1] , AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG . TTTC^CAACC^TCTCTTC^CTCTCGC 

[end of ITS1] AAG . TTTCAACAACC^TCTCTI'GGCTCTCGC 

[end of ITS1) AAG . THCKkCkkCG^CKnS&XSCZCGC 

[end of ITS1] AAG . TTTCAACMCGGATCTCTIQGCTCTCGC 

[end of ITS1] AAG . TTTCAACMCGCtATCTCTTGGCTCTCGC 

[end of ITS1] AAG . TTTCMCAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG . TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITS1] AAG. TTTCAACAACGGATCTCTTGGCTCTCGC 

[end of ITSll AA . CTTTC^CAACGGATCTCTTGGTTCTGGC 
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F2 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT ' 
F3 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
. F5 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 

55 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 

56 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
Fl ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
F€ ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
F7 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 

51 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
521 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 

53 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 

57 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 

52 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 

54 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
A2 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
Al ATCGATGAAA AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 

RH2815 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGK ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGN ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGP ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGBO ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGBB ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGJ ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGG ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGC ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGA ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
CAG2 ATCGATGAAG AACGCAGCGA AACCCGATAA GTAATGTGAA TTGCAGAATT 
AGD ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGE . ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGI ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGL ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGR ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AGS ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
68AG8 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
K31AG5 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
16001AG3 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
TPV12MAG9 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
HG1HAM6 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
TE25AGBI ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
1556AG7 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
HG1PF10 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
HGIIRH165 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AG22IV ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
AG22IIIB ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
1AAG1 ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
THARZIAKU ATCGATGAAG AACGCAGCGA AATGCGATAA GTAATGTGAA TTGCAGAATT 
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F2 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC . TT . . . GGTATTCCTT 

P3 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

F5 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

S5 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

s6 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

PI CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

F6 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

F7 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

SI CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

521 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

S3 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

S7 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

s2 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

34 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

A2 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

Al CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC .TT ... GGTATTCCTT 

RH2815 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AGK CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

AGN CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AGP CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

AGBO CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

AGBB CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

AGJ CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

AGG CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AGC CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AGA CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

CAG2 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

AGD CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

AGE CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AGI CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

AGL CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AGR CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AGS CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

S8AG8 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

K31AG5 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

16001AG3 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

TPV12MAG9 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

HG1HAM6 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

TE25AGBI CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

1556AG7 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

HG1PF10 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

HGIIRH165 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AG22IV CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT ...GGTATTCCTT 

AG22IIIB CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT 

1AAG1 CAGTGAATCA TCGAATCTTT GAACGCACCT TGCGCTCC. TT . . .GGTATTCCTT. . 

THARZIANU CAGTGAATCA TCGAATCTTT GAACGCACAT TGCGC.CCG. . CCAG.TATTC.T.GG 
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GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT . .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCACGCC TGTTT. .GAG. .TA TCAT 
GGAGCACGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
GGAGCATGCC TGTTT. .GAG. .TA TCAT 
CGGGCATGCC TGT. .CCGAGCG. . TCAT 
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Negative control without fungus (C-) , positive 
control with pathogenic strain Me 8.2, and two 
protective binucleate strains, F2 and oB, on tomato 
seedlings. 
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Protection of binucleate strains F2 (up) and aB 
(down) from pathogenic strain Me 8.2 on tomato 
seedlings when applied consecutively (right) but not 
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PROTECTION TEST 3 

(Up) Negative control without fungus (C-), positive control 
with pathogenic strain Me 8.2. (Down) Negative control 
without fungus (C-) , positive control with pathogenic strain 
pin. 
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PROTECTION TEST 3 



Protection of binucleate strain Eab-F2 against pathogenic 
Rhizoctonia Me 8,2 (up) and pin (down) strains on pine 
seedlings when applied consecutively (right) and 
simultaneously (left) . 
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Protection of binucleate strain Eab-aB against pathogenic 
toizoctonia Me 8.2 (up) and pin (down) strains on pine 
seedlings when applied consecutively (right) and 
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(Up) Negative control without fungus (C-) . positive 
control with pathogenic strain pin (Down) Negative 
control without fungus (C-) , positive control with 
pathogenic strain Me 8.2. 
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(Up) Protection of binucleate strain Eab-aB against 
pathogenic Me 8.2 strain on pine seedlings when 
applied consecutively (left) and simultaneously 
(right) . (Down) Protection of binucleate strain Eab- 
aB against pathogenic pin strain on pine seedlings 
when applied consecutively (left) and simultaneously (right) 
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(Up) Protection of binucleate strain Eab-F2 against 
pathogenic Me 8.2 strain on pine seedlings when 
applied consecutively (left) and simultaneously 
(right) . (Down) Protection of binucleate strain Eab- 
P2 against .pathogenic pin strain on pine seedlings 
when applied consecutively (left) and simultaneously 



(right) . 
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SUBSTITUTE SHEET (RULE 26) 
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PROTECTION TEST 4 
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Protection of binucleate strains F2 (up) and S7 
(down) from pathogenic Fuaarium strain on wheat 
seedlings when applied consecutively (left) and 
simultaneously (right) . 
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PROTECTION TEST 4 



Protection of ^nucleate strains S6 «*> and F5 
(aown . tro-n pathogenic tetania strain on 

wheat seedlings when applied consecutively (left) and 
simultaneously (right) 
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PROTECTION TEST 4 



(UP ) Negative control without fungus <C-> , positive 
control with pathogenic Fusariom strain 

(down) ^"ive con " 01 With ° Ut fUn9US <C , 
positive control with patho 3 enic KAizcctoni. »« 

strain 
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PROTECTION TEST 4 

General view of experimental greenhouse design (up) 
and detail of early simptoms caused by pathogenic 
strain Fusarivm sp. (Down) 
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(up) Negative control without fungus (C-), positive 
control with pathogenic Fusarixua strain 
(down) Negative control without fungus (C-), 
positive control with pathogenic Rhizoctonia RAG2 



strain 
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PROTECTION TEST 4 

Protection of binucleate strain P5 from pathogenic 
Fusarium sp. strain on wheat plants when applied 
consecutively (up) and simultaneously (down) . 
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PROTECTION TEST 4 

Protection of binucleate strain S6 from pathogenic 
Fusarium sp. strain on wheat plants when applied 
consecutively (up) and simultaneously (down) . 
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PROTECTION TEST 5 

(up) Negative control without fungus (C-) , positive 
control with pathogenic Rhizoctonia RAG2 strain 
(down) Protection of binucleate strains F3 from 
pathogenic Rhizoctonia RAG2 strain on rape 
seedlings when applied consecutively (left) and 
simultaneously (right) 
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Protection of binucleate strains S6 (up) and F6 
(down) from pathogenic Rhizoctonia RAG 2 strain on 
rape seedlings when applied consecutively (left) and 
simultaneously (right) . 
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PROTECTION TEST 5 



Protection of binucleate strains SI (up) and S7 
(down) from pathogenic Rhizoctonia RAG2 strain on 
rape seedlings when applied consecutively (left) and 
simultaneously (right) . 
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PROTECTION TEST 6 

(up) Negative control without fungus (C-), positive 
control with pathogenic Fusarivm strain 
(down) Negative control without fungus (C-) r 
positive control with pathogenic Rhizoctonia RAG2 
strain 
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PROTECTION TEST 6 



Negative control without fungus (C-) , positive 
control with pathogenic Rhizoctonia neloni 8.2 
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PROTECTION TEST 6 
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Protection of binucleate strains Si (up) and S7 
(down) from pathogenic Rhizoctonia RAG2 strain on 
alfalfa seedlings when applied consecutively (right) 
and simultaneously (lejt^ 
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PROTECTION TEST 6 



Protection of binucleate strains Si (up) and S7 
(down) from pathogenic Rhizoctonia xneloni 8.2 
strain on alfalfa seedlings when applied 
^„ Qffl ,HvDiv fHoht) and simultaneously (left) 
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PROTECTION TEST 6 



Protection of binucleate strains Si (up) and S7 
(down) from pathogenic Fusarium strain on alfalfa 
seedlings when applied consecutively (right) and 
simultaneously (left). 
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PROTECTION TEST 7 

Negative control with non-sterilized garlic bulbs 
(C-), infected with pathogenic Penicillium sp. 
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PROTECTION TEST 7 



Protection of binucleate strains PI (up) and S4 
(down) from pathogenic Penicillium strain on garlic 
bulbs when applied directly on the surface of the 
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PROTECTION TEST 7 

Protection of binucleate strains P7 (up) and S6 
(down) from pathogenic Penicillium strain on garlic 
bulbs when applied directly on the surface of the 
bulb 
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PROTECTION TEST 8 

Protection of binucleate strains Eab-Pl (up) and Eab-P2 
(down) from pathogenic Fusarivm sp. strain on sugar beet 
seedlings when applied consecutively 
s imul t aneous lxJleftL*. 
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PROTECTION TEST 8 
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Negative control without fungus (C-) , positive control with 
pathogenic Fusarivn sp. strain 
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PROTECTION TEST 8 

Protection of binucleate strains Eab-Fl (up) and Eab-F3 
(down) from pathogenic Rhizoctonia RA62 strain on sugar beet 
seedlings when applied consecutively (right) and 
simultaneously (left). 
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PROTECTION TEST 8 

Protection of binucleate strains Eab-Fl (up) and Eab-S7 
(down) from pathogenic Fhizoctonia meloni 8.2 strain on 
sugar beet seedlings when applied consecutively (right) and 
simultaneously (left). 
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PROTECTION TEST 8 

Protection of binucleate strains Eab-Sl (up) and Eab-S7 
(down) from pathogenic Bhizoctonia RAlb strain on sugar beet 
seedlings when applied consecutively (right) .and 
simultaneously (left) . _ ...... ^ x ^»^- 
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PROTECTION TEST 8 

(Up) Negative control without fungus (C-), positive control 
with pathogenic strain Me 8.2. (Down) Negative control 
without fungus (C-) , positive control with pathogenic strain 
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PROTECTION TEST 9 

(Dt>) Negative control without fungus (C-), positive control 
with pathogenic strain RAlb. (Down) Negative control without 
fungus (C-), positive control with pathogenic 
Fusarium sp. 



strain 
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PROTECTION TEST 9 
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Negative control without fungus (C-) , positive control with 
pathogenic strain Ife 8.2. 




Fig. 50 
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PROTECTION TEST 9 ^ (up) ^ Eab-F6 

detection o£ binucleate straps ^ ^ 
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PROTECTION TEST 9 

Protection of binucleate strains Eab-F3 (up) and Eab-F6 

(down) from pathogenic Rhizoctonia Me 8.2 strain on onion 
seedlings when applied consecutively (right) and 
simultaneously (left). 
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PROTECTION TEST 9 

Protection of binucleate strains Eab-F3 (up) and Eab-F6 
(down) from pathogenic Fusarium sp. strain on onion 
seedlings when applied consecutively (right) and 
simultaneously (left). 



SJ 

p. 

=p 
in 

o 



M 

* E 

exttj 

o 





